Table S1. Docked compounds that did not inhibit Brugia AsnRS, based on experimental assays,

with SLIDE and DrugScore values reflecting the degree of protein-ligand complementarity.

Compounds from the Cambridge Structural Database (CSD)

Ligand SLIDE  DrugScore®
2D Structure .
(CSD code) Score® (x 10°)

USNICAO1 47 -3.71
O
OMe
0o OH

GEGGII Me 26 -3.42

Me

(@]
(@]
OMe

CEWWAC 35 -4.66

HO

HO

OH

OH




HO =
PINDOM N . 43 -3.50
H
HO
OH

Compounds from the National Cancer Institute (NCI) Plated Compounds Database
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%A higher value of SLIDE score is more favorable.

®A more negative value of DrugScore is more favorable.

11



